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Characteristis  Description  HPgV 

negative 
cases 

HPgV 

positive cases 

Frequency/Total 

number tested 

p-value 

Age   0-10  13(3.7%) 1 (2.2%) 14(3.5%)  

 

 

 

0.197 

 11-20  31(8.8%) 1 (2.2%) 32 (8%) 

 21-30  57(16.1%) 9 (19.6%) 66 (16.5%) 

 31-40  130(36.7) 12 (26.1%) 142 (35.5%) 

 41-50  55(15.5%) 15 (32.6%) 70 (17.5%) 

 51-60  47(13.3%) 5 (10.9%) 52 (13%) 

 >61  21(5.9%) 3 (6.5%) 24 (6%) 

 Total  354 (100%) 46 (100%) 400 (100%)  

Table 2: HPgV prevalence in relation to the age of the patients

Table 3: HPgV prevalence in relation to the gender of the patients

Characteristics  Description  HPgV 

negative cases 

HPgV positive 

cases 

Frequency/

Total 

number 

tested 

p-value 

Gender        Male  123(34.7%) 27(58.7%) 150(37.5%)  

 Female  231 (65.3%) 19(41.3) 250(62.5%) 0.712 

 Total  354 (100%) 46 (100%) 400(100%)  

 

Table 4: HPgV prevalence in relation to the marital status of the participants

Characteristics Description HPgV 

negative 

cases 

HPgV positive 

cases 

Frequency/Tot

al number 

tested 

p-value 

Marital status
      

 Married 188 (53.1%) 28 (60.9%) 216 (54%)  

 Single 73 (20.6%) 7 (15.2%) 80 (20%)  

 Separated/Di

vorced 

62 (17.5%) 8 (17.4%) 70 (17.5%) 0.488 

 Widowed 31 (8.8%) 3 (6.5%) 34 (8.5%)  

 Total  354 (100%) 46(100%) 400(100%)  
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Table 5: HPgV prevalence by risk factor distribution among the respondents

Risk factors
 

HPgVnegative 

cases  

HPgV 

positive 

Frequency/Total 

number tested 

 

P-Value
 

Number of sexual partners      
0  29 (8.2%)  1 (2.2%) 30 (7.5%) 

 

 

1  93 (26.3%)  9 (19.6%) 

 

102 (25.5%) 

 

0.263 

2 and above  

 

232 (65.5%) 36 (78.3%) 

 

268 (67%)  

Total  354 (100%)  46 (100%) 400 (100%)  

History of blood/blood 

product usage  

    

Yes  67(18.9%)  9 (19.6% 76 (19%) 0.263 

No  287 (81.1%) 37 (80.4%) 324 (81%)  

Total  354 (100%)  46 (100%) 400 (100%)  

Parenteral drug usage/ 

invasive  medical  procedures  

    

Frequent  45 (12.7%)  3 (6.5%) 48 (12%)  

Rare  269 (76%)  39 (84.8%) 308 (77%) 0.336 

Surgery/Dialysis  40 (11.3%)  4 (8.7%) 44 (11%)  

Total
 

354 (100%)
 

46 (100%)
 

400 (100%)
  

 

Discussion 2013). Relatively higher prevalence of 30.8% 
In the present study, prevalence of HPgV and was reported in Botswana by Kombo et al. 
response to HAART among 400 patients living (2017). The high prevalence observed may be 
with HIV/AIDS attending AKTH ARD clinic due to the high prevalence of HIV (high risk 
was evaluated. The positive detection rate group) in the country. Furthermore Alcalde et al. 
(prevalence) of HPgV-RNA among the study (2010) reported that HPgV prevalence 
population was 46 (11.5%). Our observed worldwide is between 17%-41% among HIV 
prevalence is higher than the prevalence rate of positive individual. This is in contrast to the 
0.8% reported by Sarki (2015) among blood 11.5% reported in this study. The discrepancy 
donors in Kano. Higher prevalence reported in observed may be due to reduction in the 
this study compared to that of Sarki (2015) may incidence rate of HIV worldwide with time 
be due to the fact that HIV patients are relatively associated with increased global awareness on 
high-risk group while blood donors are low risk HIV and other sexually transmitted diseases 
group for HPgV infection. Furthermore, the coupled with the use of protective devices and 
higher sensitivity of the molecular techniques better HIV/AIDS management and control. 
used in this study compared with the phenotypic These differences may also be explained by 
method used by Sarki (2015) could explain the epidemiological variations, including variation 
difference. The prevalence rate of 11.5% in rate of blood transfusions, sexual behavior and 
reported in this study agrees with prevalence rate a variable adherence to universal precautions 
in patients with HIV reported in various (Kombo et al., 2017). The data generated 
countries11.3%-15.5%, 13.5%, 14%-22%, indicate that high prevalence was found among 
16.7% and 21% for Iran, Argentina, Spain, married participants and low among those with 
Ghana and Brazil respectively (Ramezani et al., no history of sexual intercourse that fall within 
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the age range 0-10, which means sexual Previous data on HPgV reported from 13 Sub-
transmission is a significant route of Saharan African countries shows that the 
transmission in the study area. Mother to child majority reported prevalence data and/or 
transmission is suspected in only one participant analysis was on HPgV diversity without 
of age 2 years who was positive for HPgV, even exploring the clinical significance of its 
though other route of transmission cannot be coinfection (Singh et al., 2017). In this study, the 
overlooked. The high prevalence observed relationship between HPgV infection and HIV 
among married participants and people with viral load was analyzed. Analysis of the data 
multiple sexual partners when compared with generated shows that there is no significant 
those with history of blood and blood product difference between the mean viral load of HPgV 
usage and frequent parenteral drug users, positive and HPgV negative subject (p=0.297). 
showed that sexual transmission is a more This indicates that HPgV has no relationship 
efficient transmission route in the study area. The with HIV viral load of patients in the study 
observation in this study agrees with the group. Our finding agrees with a study by 
postulation that sexual transmission constituted Kombo et al. (2017) that shows that HPgV RNA 
important risk behavior for transmission of exhibit no relationship with HIV viral load but 
blood borne viruses (Bien, 2013). Our finding is shows significant difference with CD4 count. 
however at variance with the report of Zhijiang et Several Scientists (Bharatai and Stapleton 2012; 
al. (2017) who reported the frequency of HPgV Bassit et al., 2002) reported that HPgV infection 
infection in injectable/parenteral drug users as has been found to lower the progression of HIV 
significantly higher than in heterosexuals. This into AIDS and slows down its morbidity and 
discrepancy may be due to low number of mortality. We could not draw a definite 
injectable drug users amongst the study group. conclusion on relationship between HPgV RNA 
On the basis of parenteral drug usage/invasive and HIV viral load among HIV patients on 
medical procedures high prevalence of HPgV HAART from the present study because HPgV 
positive was observed among rare parenteral viral load, HPgV diversity and other 
drug users, while low prevalence was observed immunological markers were not studied. 
among the frequent drug users and people who Therefore, further studies are needed to establish 
had undergone surgery or dialysis or both. This the relationship between HPgV RNA and HIV 
suggests a low rate of transmission parenterally viral load and CD4 count. As HPgV presence has 
and through invasive medical procedure. no impact on studied subject viral load, this 

implies that HPgV presence does not have any 
Moreover, the result showed that the rate of relationship with HIV viral load among the study 
HPgV infection was significantly higher in participant. The implication of this finding is that 
subjects between the ages of 41-50 years. The HPgV presence does not have any effect on 
frequency of infection in subjects (between age studied subject's response to HAART.
0-50) is higher and then decline as the age 
progress (50 and above). Similar trends have Conclusion
been observed in other previous studies The present study provided an insight into the 
(Zhijiang et al., 2017; Da mota et al, 2016). This prevalence of HPgV and its relationship in HIV 
can be attributed to individual in this age group coinfected patients on HAART. The prevalence 
being more sexually active, and are prone to of HPgV among subject living with HIV 
higher incidence of blood/product, and attending HAARTclinics in AKTH is 11.5%.  
parenteral drug use than older patients (Zhijiang The most important route of transmission 
et al., 2017; Bharatai and Stapleton 2012). observed in the current study area is sexual 
Another possible explanation for the infection transmission. These data suggest that HPgV 
trend is that E2 antibody against HPgV re- infection is common among subjects living with 
infection is found to be more prevalent in older HIV in Kano and has no significant impact on 
people (Bien, 2013) though, E2 antibody was not HIV viral load as observed in this study. 
determined in this study. Establishing the mode of action and the 

relationship between HPgV and HIV in co-
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infected individuals may open new strategies for classification of GBV-A, HPGV (HPGV), 
the development of HPgV based biotherapy for and GBV-D in genus Pegivirus within the 
management and control of HIV/AIDS. family Flaviviridae. Journal of General 

Virology; 92 (2): 233–246.
Recommendations Cheesbrough, M. (2002). District Laboratory 
I. Further community-based surveys in the practice in tropical countries (Part2). 

general population and among the high-risk Cambridge University Press.
groups, is recommended to establish the Da-Mota, L.D., Nishiya, A.S., Finger-Jardim, F., 
prevalence and the socio-demographic risk Barral, M.F., Silva, C.M., Nader, M.M., 
factors associated with HPgV infection in Gonçalves, C.V., Da Hora, V.P.., Silveira, 
the study area. J., Basso, R.P., Soares, M.A., Levi, J.E. and 

ii. Other clinical, virologic and immunologic Martínez, A.M. (2016). Prevalence of 
factors should be determined in HPgV human pegivirus (HPgV) infection in 
infected individual to assess and establish patients carrying HIV-1C or non-C in 
their role in HIV progression. Southern Brazil. Journal of Medicine and 

iii. The clinical and pathological significance of Virology; 88: 2106–2114.
this infection needs better evaluation, in Feng Y, Zhao W, Dai J, et al.   “A Novel 
patients infected with other hepatitis Genotype of GB Virus C: Its Identification 
viruses, haemodialysis patients and patients and Predominance among Injecting Drug 
with fulminant hepatitis Users in Yunnan, China”. PLoS ONE, 

iv. Molecular epidemiology of HPgV is 2011; 6 (10): e21151.
recommended to reveal the specific strains Kombo, F., Motswedi, A., Bonolo, P., et al. 
and genotype circulating in the area (2007). The Impact of Human Pegivirus on 

CD4 Cell Count in HIV-Positive Persons in 
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